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¥ Figure 9.8 The energy input and output of glycolysis.
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Number of ATP or reduced Number of ATP

Reaction coenzyme directly formed ultimately formed*
Glucose —— glucose 6-phosphate —1 ATP =1l
Fructose 6-phosphate — fructose 1,6-bisphosphate —1 ATP -1

2 Glyceraldehyde 3-phosphate — 2 1,3-bisphosphoglycerate 2 NADH 3arh

2 1,3-Bisphosphoglycerate —— 2 3-phosphoglycerate 2 ATP 2

2 Phosphoenolpyruvate —— 2 pyruvate 2 ATP 2

2 Pyruvate —— 2 acetyl-CoA 2 NADH b

2 Isocitrate —— 2 a-ketoglutarate 2 NADH B

2 p-Ketoglhutarate —— 2 succinyl-CoA 2 NADH b

2 Succinyl-CoA —— 2 succinate 2 ATP (or 2 GTP) 2

2 Succinate —— 2 fumarate 2 FADH, 3

2 Malate — 2 oxaloacetate 2 NADH b
Total 30-32
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phosphorylation phosphorylation on which shuttle transports electrons
from NADH in cytosol

Maximum per glucose:
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